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Cassava mosaic disease in Thailand

e 32 provinces CMD detected
* Infected area 15,550 ha
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Identified CMD
alternative hosts

85 plants samples were detected for
SLCMV.

* PCR was used to detect AC1 and AV1
gene of SLCMV.

3 Euphorbiaceae species Cnidoscolus

chayamansa, Jatropha curcas, and J.
multifida were infected by SLCMV
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Abstract

Eighty-five plant species growing near cassava fields were collected and tested by PCR for the
presence of begomoviruses and AC1 and AV1 gene of Sri Lankan cassava mosaic virus
(SLCMYV). This survey revealed that three Euphorbiaceae species, Cnidoscolus chayamansa,
Jatropha curcas, and J. multifida, were infected by SLCMV and had mosaic, yellowing, and
leaf curling, similar to the symptoms observed on cassava. DNA from the three plant species
was analyzed using rolling circle amplification, then Illumina sequencing; the sequences
obtained by de novo assembly had high similarity with those of SLCMV of cassava from
Southeast Asia.
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Mosaic and chlorosis of leaves on plants infected with Sri Lankan cassava mosaic virus (SLCMV).

(a) Cnidoscolus chayamansa, (b) Jatropha curcas, and (c) J. multifida. The plants are near cassava fieldg and
were naturally infected



(a) (b) (c)
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Phylogenetic tree and amino acid analysis of Sri Lankan cassava mosaic virus from cassava and non-
cassava plant hosts.

(a) Phylogenetic analysis of nucleotide sequences of DNA-A genome of the SLCMV

(b)Amino acid region of the C terminus of rep protein

(c) Phylogenetic analysis of rep protein amino acid sequence :



Cassava Witches Broom
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CMD and CWB screening in naturally infected cassava fields at Kho Hinson

research station, Faculty of Agriculture, Kasetsart University, during the 2022-
2023 crop season.

% Disease incidence CMD 9 Disease

CMD

Cultivars S 4 months 7/ months 9 months | [ilele[=3(ex
WCB
Kasetsart 50 3 41.0 50.0 58.3 46.6
Rayong 72 3 50.0 58.0 65.8 15.9
TME B419 2 2.1 2.1 0.0 18.8
[ITA-TMS-IBA 980581 1 0.0 0.0 0.0 0.0
ITA-TMS-IBA 920057 1 0.0 0.0 0.0 10.9
[ITA-TMS-IBA 980505 1 0.0 0.0 0.0 0.0
ITA-TMSIBA 972205 1 0.0 0.0 0.0 98.4



Note and concern

* The development of a standardized protocol for WCB (Witch's Broom Disease)

surveys and disease assignment is imperative.

» The accuracy of Nested-PCR for WCB detection has been found lacking, necessitating

the exploration and development of alternative detection techniques.

» The validation of WCB as the causative agent, whether through phytoplasma or fungi,
is of utmost importance to rectify potential errors in detection methods and enhance

disease control strategies.
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