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Global cassava virus distribution -
2015



Asian cassava virus complex - 2015



Wang et al., 2015. Plant Disease



Infection hotspot



Photos taken in Dec 2015
–

Sok Sophearith (CIAT)



Cassava mosaic disease – mild symptoms

Photos taken in Feb 2016 – Sok Sophearith, PDA Rattanakiri & CIAT 
virology team



Cassava mosaic disease – moderate symptoms

Photos taken in Feb 2016 – Sok Sophearith, PDA Rattanakiri & CIAT 
virology team



Cassava mosaic disease – severe symptoms

Photos taken in Feb 2016 – Sok Sophearith, PDA Rattanakiri & CIAT 
virology team



Laboratory-based confirmation 
SLCMV presence 

Report shared 
with Cambodian 
authorities & 
FAO – March 8, 
2016 



Early detection x rapid response



Early detection x rapid response
In Cambodia,…, we visited Holley 
Company in Rattana Kiri province, 
and observed typical mosaic disease 
of cassava widely. Roughly nearly 
80% of cassava plants in several 
cassava lots in the farm showed 
mosaic with malformation. 

Moreover, at one small cassava field 
nearby Holley Company farm, we 
observed several cassava plants with 
typical mosaic symptoms. This 
means the virus occurrence spreads 
not only in the Holley farm… but to 
neighboring fields.

Field report and photo taken by 
SATREPS in Rattanakiri, August 
2016



A narrowing window of opportunity

Economic 
losses for 
nation / 
region / 
sector



SLCMV epidemiology
• Sri Lanka cassava mosaic virus
• Systemic pathogen
• Human-mediated spread

– Spread with freely traded planting material

• Insect-mediated vectoring: Bemisia tabaci
– Spread virus for 7-38 km/yr
– Trans-stadial but not transovarial virus transmission

• Key epidemiological milestones:
– The most important source of new infection in initially CMD-

free plantings are surrounding plantings of cassava.
– Environmental spread gradients were demonstrated in which 

both whitefly vectors and new CMD infections were 
aggregated on upwind borders of fields.

– Rates of spread were shown to vary greatly between seasons, 
and most of this variation could be attributed to changes in 
whitefly abundance and temperature.

– A decline in susceptibility of cassava plants to new infection 
was demonstrated as plants matured.

– In India, demonstrated primary spread through the use of 
diseased planting material and secondary spread through 
the B. tabaci whitefly vector.



Multiple facets of CMV epidemic
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